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1. B-lactams :

o Frlimee BRI B B 0 & FATA
* Penicillins

» Cephalosporins

o Carbapenems

2. Glycopeptides :
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» Vancomycin > VA
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o FTH ﬁfﬁ' 12 397%&,?’4’}?5{ frm 7
 Polymyxins : Bacitracin » PolymyxinB - Colistin - CL

o DaptomyCln : D AP Daptomycin
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e Aminoglycosides : v &2 30S+%pERE & & T ALK
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Growing polypeptide A _Cm’_a"lp"_‘i"gl‘_ ‘

P " | Binds to 50S portion and inhibits
T formation of peptide bond
g
//
7
i 50S
portion

L
_| Erythromycin 1
— Bmds to S50S portion, prevents
l ranslocation-movement of
ribosome along mRNA ]

Messenger | | |
RANA
30S poﬂion
> \\\'\,\
. 70S prokaryotic E Sl
g : o
- ribosome = Tetracyclines |
e Interfere with attachment of
[ streptomycin Translation tRNA 1o mRNA-ribosome complex
Changes shape of 30S portion
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causes code on mRNA to be
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Direction of rbosome
movement

Copyrightl © 2001 Bangamin Cummings. an imprint of Addison Wesley Longman, Inc.
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e Quinolones : #r+#|DNA gyrase

e Rifampin ° RA

Quinolones

Ciprofloxacin °
CIP

Levofloxacin °
LVX

Moxifloxacin
MXF

Norfloxacin °
NOR

Of loxacin °
OFX
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e Sulfonamide :

PABA(p-aminobenzoic acid)®_& = £ #1F g &
X E o M Fd & € frPABATERRY B ng £

Sul fonamide

Trimethoprim-Sul famethoxazole (TMP-
SMX) >
SXT
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Methicillin-resistant Staphylococcus aureus
(MRSA) #2 4 Frens & =% PBP2a % #Methicillin
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e Ex2 : Vancomycin-resistant Enterococcus (VRE)
F_ e Vancomycin#r4: & s A fe it H M Ac4 T 5%

Enterococcus VRE

| "
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Methicillin-resistant Staphylococcus aureus (MRSA)
Extended spectrum beta-lactamase (ESBL)
Vancomycin-resistant Enterococcus (VRE)

Carbapenem resistant enterobacteriaceae (CRE)
Multidrug-resistant A. baumannii (MDRAB)
vancomycin-resistant S. aureus (VRSA)

vancomycin-intermediate S. aureus (VISA)
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AST : Enterobacteriaceae Zome Diameter
Disk & Content S |
Ampicillin > AM-10 >=17 14-16 <=13
Cephalothin » CF-30 (U+) >=18 15-17 <=14
Gentamicin > GM-10 >=15 13-14 <=12
Amikacin > AN-30 >=17 15-16 <=14
Amoxicillin/Clavulanate > AMC-20/10 >=18 14-17 <=13
Cefotaxime » CTX-30 >=22 15-22 <=14
<=2TESBL

Ciprofloxacin » CIP-5 >=21 16-20 <=1h
Imipenem > IPM-10 >=16 14-15 <=13
Trimethoprim-Sul famethoxazole » SXT- >=16 11-15 <=10
1.25/23.75

Ceftazidime > CAZ-30 >=18 15-17 <=14

<=22ESBL

Piperacillin/Tazobactam » TZP-100/10 >=21 18-20 =17
Ofloxacin » OFX (U+) >=16 13-15 <=12
Nitrofurantoin » F/M-300 (U+) >=1T 15-16 <=14
Chloramphenicol » C-30 >=18 13-17 <=12
Ertapenem > ETP-10 >=19 16-18 <=1h
Ampicillin/Sulbactam > SAM-10/10 >=1b 12-14 <=11
Cefuroxime > CXM-30 >=18 15-17 <=14
Ceftriaxone > CRO-30 >=21 14-20 <=13
Levofloxacin » LVX-5 >=17 14-16 <=13
Tigecycline » TGC-15 >=19 15-18 =14




BD Phoenix MIC
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(Minimum inhibitory oncentration' MIC)
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BD Phoenix MIC

Cefotaxime » CTX <=8 S 16-32 1 >=64 R
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BD Phoenix MIC

o ﬂ’;,% X
1. PEE 24 ) o P cRT# R x
2. 21D Broth# Fi# & &0.5~0.6
3. £ P25 1 140]D Broth@Fik » #-F4[D BrothFiz i » il
P DR
4. #k|P-525 11 ID BrothFi® » 4 » AST Broth (® %4
4v » AST Indicator Solution) > R & 323
5. #-AST Brothig| » pl3d 4 ehASTi= & >
FLES W RIRE AR
B B ,T&? v %z~ Phoenixi & ¥
FIE - RX 2R 5%




BD Phoenix MIC

AST : Enterobacteriaceae MIC
Disk & Content S | R

Amikacin - AN <=16 32 >=64
Ampicillin - AM <=8 16 >=32
Ampicillin/Sulbactam > SAM <=8/4 16/8 >=32/16
Aztreonam > ATM <=4 8 >=16
Cefazolin > CZ <=2 4 >=8
Cefepime > FEP <=8 16 >=32
Cefmetazole » CMZ <=16 32 >=64
Cefotaxime ° CTX <=8 16-32 >=64
Ceftazidime » CAZ <=8 16 >=32
Ceftriaxone > CRO <=1 2 >=4
Ciprofloxacin » CIP <=1 2 >=4
Ertapenem ° ETP <=0.5 1 >=2
Gentamicin * GM <=4 8 >=16
Imipenem > IPM <=1 2 >=4
Levofloxacin ° LVX <=2 4 >=8
Meropenem > MEM <=1 2 >=4
Piperacillin/Tazobactam > TZP <=16/4 32/4-64/4 >=128/4
Trimethoprim-Sul famethoxazole » SXT <=2/38 >=4/76
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